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Rt FRM (Mobility-Shift-Assay, MSA)
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Reaction progress curves
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R SE R
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HENBRICIERAREYHIRER. LEEMAR ZNESESIHZ— BRUBATEEAINEM
FHEMINEE, TRS5FMARNSTAERENESR, WEAE, AREKLE, BEKRE, HEERNARSEM,
BEEETE. RIEMBECHREIESS, TUMZEIRPINERESHZARQNAEEN:

(]
‘;f S s R A 2
= 1) AL
= v & - 2 2) BERRALF= IR
substrate © &=  ATP + Mg™
= s N 3) ATPHHE;
= v = 4) ADPHyF=tE;
L — ==
P SFe
1‘=.—i4 ADP

Phospho-substrate

HEERNNTERS , WERHNEIEDT. MEMERMLRFCE. RRNTFG L, BEERCRENEARR
RiELZRE, BAIAUARMEES. NEREER. SEEAE. RIEEEHENIFMSIFC AR NHEEHIENE,

P0TR-FRET/LANCE. Alphafl& F st RIMIMSATT .

Radioassay
p-Substrate accumulation (FCA, SPA)
(Ms) H
Substrate depletion
(MS)
3“
Substrate

Electrophoretic Separation
(FI/IMSA) ATP

$
Coupled Enzyme Assay Coupled Enzyme Assay
(Lum) (Lum)

Binding to Antibody
(Alpha,TR-FRET,Abs, TRF,FP,WB)

Binding to Immobilized Metal
(TR-FRET,FP)

(FRET)

Electrophoretic Separation
(FI/MSA)
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TR-FRET/LANCER R # {TMAPKAPHERIEM : =5 % IRRYITMAPKAPREER (L5, FRY 18] 3 B L ER$TEUARIC Y
BRATIERRABRAMRITES. A320nmEL LA A, EUFEERNRSHES T LB ZIRARIKH
ULight™4> F = A Bt HIRAE B H B . REBITKN665/615nmE N &S FEKESHKRE, KR NEMHERLNE
S, MFIBUREER RN . B M R Sl BUE T (E A EER .

PIIIIIIPIID

Kinase +
@I

© "t
PIIIIIIDII

Em 665 nm

LANCEJE — i 415 S0, H5 W iR
FARLULight™, 7 245 5 A1 25 BRAAS I e 45
W, AR R, A EIRIE SRR

BB -
o RRNACAE P AR BEE, WO AR
P:RE

o [RMEELELR : X A b S AR L BoiE
o WiIRfEmotif: A FIRYT 51

o Assayii: ClIRZMIRY, RAM;gRENKT
LR 32

PIIIIIDII

Experiment 1: Enzymatic Titration and Time Course Experiment 2: ATP Titration

T 40,000 .
E IMAPKAP K2) (M) E 30,000 K app = 0.74 yM
o 30,000 e u 0nM w 1
e . 4 1.250M ©
= % <
@ v 25nM @ 20,000
£ c
.“g; 20,000 : . 5nm ‘%’
W 10,000 * 10nMt w 1001
H g -
j 0 T = T T T j 0t T T T T T
0 30 60 90 120 o 8 -7 6 -5 4 3 -2
Time (min) Log [ATF] (M)

FeHrl: PAEMAPKAPREK R RIS ], A @ B ES nm,  SUBZIRH] 30 min.
2. WIFEMAPKAPHXT IRMIATP MKmfE, i KB RATPIRIE | uM.

Experiment 3: Enzymatic Inhibition Course Experiment 4: Z' -factor Determination

E 30,000 - T 30,000 —

c IC5 = 185 nM c No inhibitor

0 250001 § it [N St R PP

£ 20,000 © 90,0001 " bl L]

[ T

.E’ 15,000 E; 15,000

n =

H 10,000 $ 10,000+ 10 pM Staurosporine

= 5000 g 5,000{**ee0s®seseses 0cetesnns

i R < . o ‘
w09 & 76 S5 o4 0 5 10 15 20 2%

Log [Staurosporine] (M) Well #

SEG3 .
LG4

6 BRI 24549 B 48 1 3 Staurosporine f1Cs, , Bk AR & AT 5
TR BAPEZ B 10 UM, PRAKIRHIE S AF, FHREZ factor = 0.81 > 0.5, FJEAT J5 2 i 5k 0 ko
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AlphaZ R #1TRREEBEREKERN . Alphate T ELERTTERAESHNRBEMDSRNER,
FHeENELSF, BARENFERIE, EE4RFEEARERRNEN, MRS B BERMKPISK/Akt. JAK/
STAT. Erk. AMPKEFFSIBERHFT. SWesternBlotT33A4AEL, AlphategETi&tram (SULMEMER) , EREiel
BE (2-3/\) , HAUNESERENERT U RN BB HTERER.

Excitation Emission
680 nm 520-620 nm

3ﬂﬂﬂaag

Phosphoprotein

Streptavidin-coated Protein A-coated
Donor Beads Acceptor Beads

800,000
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600,000
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400,000 IGF-1 #I# /5,
300,000 PK3K/Akt (5518
200,000 BER LK RIS
100,000
0

I Basal
I Stimulated

Signal (counts)

& S F e &
S Qs:"’ &

Qé, &

£
2,
o

AlphaScreen ® Surefire ™ p- AKT (Ser473)
250,000

p-AKT
Ser 473

200,000

150,000
- — } 100,000
50,000

o
34001700850 425 212 106 53 27 14
ng of lysate/well

AlphaScreen * SureFire ® p-PDK1 (Ser241)
p-PDK1 — 150,000

Ser 241
S ‘ i 100,000

—— i 50,000

L}
24001700 850 425 212 106 53 27 14
ng of lysateiwell

AlphaSereen * Surefire * p-GSK3 o (Ser21)
p-GSK3 « 450,000

400,000
Ser 21 - 250,000
300,000
250,000
200,000
150,000
W — 100,000
50,000

o
34001700850 425 212 106 53 27 14
ng of Iysatatwell

Bignal fesunts)

GAPDH Lysate Titration 500,000

E—H‘i——i—i =—o— GAPDH
700,000

400,000 =& Total Akt

§suu,ono ——p Akt (S473)

8500,000

300000 F—F— 5 —o—35—o

g 00,000 200,000

300,000
100,000
iZD0,0DO /A——r—ﬂ\‘
= 100,000 0 { ‘\\ T “\ “\ T
5, T T T 1 d? b§ °§ & @6' @é‘
0 100 200 300 400 \_ 1P i
ng of lysate/well Agonist Time

Signal (counts)
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5&AAER (Luminex) MTARIERIZMLL, Alpha Surefire 7T ZHRIEREARTERENHK. BH. RIFE
8. BIRERE. UM EREYIIIAK/STATESBERM N, MAREETHRMEF (EPO) fEH TR

B SRE N R E K FR .

e

Stimulate &
Lyse Cells Luminex nSTATS5 assav workflow Excltation Alpha Surefire assav workflow
680 nm Emission
520-620 nm

OIN 4°C, 1h4°C 30 min 4°C
— — e
plate plate plate

Y 0-STATS5 antibody Streptavidin-coated

Protein A-coated

# Streptavidin-PE

4 Phospho-STAT5
© STATS “ﬁl e Donor Bead P Acceptor Bead
®pSTATS
Y Biotinylated a-pSTATS antibody Stimulate Lyse | 1'RT Add Beads & | ONRT Read
Colle | ™= | Ceyis | ™= | Antibodies | == [Read |

120
1008
80
60
40
20

140+

POC

A A A A A A A A A A A A A A A A

0

48 96 144 192 240 288 336 384

Well number

-11

-10

9 -8 -7 -6 -5 -4
Log [JAK Inhibitor 1], M

LANCEFIAlphafik B ERIFH (L0 IFIR, HENIE

[Reference: Binder, C. et al. Optimization and utilization of the Alpha SureFire phospho-STATS assay for a cell-based screening campaign.]

BNAL T ELEIERER TR (http//www.perkinelmer.com/Tools/KinaseSelector.aspx) , BB _FEMETF

TTHRIE KRR T

HOME CORPORATE PRODUCTS TECHNOLOGIES INDUSTRIES SERVICES

RESOURCES

M > Tools > Kinase Selecior

Kinase Selector

Looking for the ideal kinase assay?

Directly measure the endogenous phosphorylated status of your target protein in an AlphaScreen® SureFire® cellular assay,
or detect phosphorylated substrate with our LANCE® Ultra TR-FRET biochemical platform using a proprietary ULight-labeled
peptide substrate with a phospho-specific Europium-labeled antibody. It's easy to find the right product for your research and
discovery needs:

* Simply select your kinase (for biochemical assays) or phospho-target (for cellular assays) from the list below and hit
search.

* Your cellular and biochemical assay options will be displayed.
* Selectthe blue tab to view relevant AlphaScreen SureFire cellular assays and the green tab to view relevant LANCE Ultra

biochemical assays.

PerkinElmer is your Kinase Connection.

Select a Target:

Select

SEARCH

ESHARE  — PRINT

KINASE TECHNOLOGIES
B =

Suppo

Kinase Research

KINASE CONNECTION
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%&iﬁ.EMSAH*PﬂJ%ﬁEﬁ‘EE- MSARAR A S KIS EY SR YN S B RS AER. SEMITE
ABBER L LR R IR, REGRPEFLIEABRY, EHAREEENESETE. &

7I‘H te, MSATRHEH

/J\ﬁ?ﬂﬁA%%DESIVEFHm%'J Jied, BEHNNDFARNTTERENRN/ NS FHILE
lﬁi_n SMARHIRES.

EERE: AEMES. AUH

@ CHINESE ACADEMY OF SCIENCES

A

sor kLl

aunm® LT
F ) ..-.l| § 5 ......|l
= L L = "
. L
- proren

E “ " B EGFR, no inhibitor E b o BB o mibior
= a 4 ASTI30G + EGFR preincubation S . A ASTI306+ ErbB2 prencubation
2 ) ] o lupwsinib + EGFR preincubstion & 15 ] ® lapainib + FrbB2 preincubation
g l. H L)
H
5 g
Ewr m s R
o - et L

10kg ....." ilm -

e &
i R TP YT LT Y . ot.llt!lqalnaanaaaaanan aa
020 40 60 KB 100 120 140 150 180 200 0 20 40 60 B0 100 120 140 180 180 200
Time {min) Time (min)

B

FeARic (Epic® Label Free) FiAtHRHERS FHEIERM: KABEEMAP KinaselSEXE| 1A B R BAE ML REM

MILRA, RUETENEEER (pHE) MEPRE, FR/NSFREMMAGRRA,

BNARERE /N FHREE

MEAREN . AEpIEEIRTERNEFM O FEREEHKDE, SEREM Biacore SPRITAMICNEBIREER
—%. HEpic®TAMCHIRN T3 A SSPRIVIGNTEMEL, HIQNWEEER. RAER.

Response (pm)

Response (pm)

3000

2500

N
=]
Q
=]

1500

1000

Optimization of Kinase Immobilization

[ pHe M PpH7

Immobilization of MAP Kinase is Reproducible
3000

2500

1

n
=]
=]
=]

Response (pm)

o
=]
=]

o
=3
=]

o

125 25 50
Kinase (pg/mL)

iiiii

40kDa
W Compound ~350 Da

odeoo

Experlment Experlment Experlment Experlment

Estimated K,

Reported K, (Biacore)
913 nM
833 nM

1168 nM
1038 nM

BIX1351 &
BIX1350 A

o 3000 8000 2000
[Compound] nM

16
14
12

10

K,  Reported K, (Biacore)
20 nM

BIX1353 m
BIX1352 @
BIX1355 +

57 M
111 nM
>1000 NM

Response (pm)

65 nM
>1000 nM

300 600 900
[Compound] nM
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GPCRIE2i& %

GEHABES{k (G Protein Coupled Receptors,
GPCRs) R—REBEEAZE, AFLNERoERE, HIK
FHQRMEREFSA6NEEBRIEMNBANL LHBECEALS
AiR. GPCREEL & HMAE B E P L 2 BT RIS 2H
AN—RIESERE, RESIEMIKSHZE. GPCR
2S5, £7E. X8 £K. HENBEHELEDE
B RS BMRNEZFHERTLRE; BN, SEKRE.
OB MR, REMERRMER. HESERERSE
BEBRNAZE. ERMATTZEIER.

GPCREAEHFEIEREFNEZEYIER, X—EH
Rt 2 BRI REZENAYIEREIRE, BL50%89 1
KA IEER L PRAYEHIAGE BRI Z A IE
AR . BRIEIR20FRIHHEAYI P A1 2525 ER
FOFR I GPCR,

GPCRESREBEMATIEEHE: REERRAERN
BRNE. ESREE(EE (Ca’+/cAMP/cGMP/IP3)
B TARIEGa/Gs/GifE S BN FGPCRE R A/E R
HEMRZF.

Luciferaseif &5 & F & FH N 5-HTZ S5 S B ENE

[Ref: J Huang et al (2015). SCIENTIFIC REPORTS | 5: 8060]

y
ffffffffffffff

PR M50 (e oI b I A I I W3 g
0-...:;':.--;---. oy

G protein |

GTP GDP

5-HT (AR 6K, XBMER) ZEHBEFERA]
EETBESZERNGPCRRIEM R S-HTZEFE=fE
E\PA: 5-HT2AR. 5-HT1ARF15-HT7AR, =FhiF &[5
BHRF25%, 2ABTFGq. GIMGs=fMEH, 1T
AEMESERE. WEexW, S-HIREHICEUNE, &
BAERIN N R EHEEE, WNFAT (Nuclear Factor of
Activated T cells) . SRE (Serum Response Element)
FICRE (cAMP Response Element) %, #f£ZRET KX
FREZZRAET LN —Fhaex =5 S B ERIT
NERKEENRSE, HBISREE. SERLHN
LuciferasefR EEFE RS, #WMS-HTZAE=FITAMIE
SHEEE.
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GPCRIESE I

GPCRIESEBB_EFECI+BEFRM. TEETHEESERAquorinRGE (KFLNXRN) FIBBRILHE
A (BRI .

Agonist

flfJ

' Apoaequorin /

+ Coelenterazine W . |
Inositol /
Phosphates
b Aequorin + Cat+t

~~ FLASH LIGHT
—~ (10 to 30 seconds)

EHEAER Aequorin RYE

12000 -
2000 —e—"ehicle 10000 4 _’_?D )

—— min

—=— 100 nM ATP a0 | o

—a— 1M ATP o

] 10 pM ATP gooo {8 o

—— 100 pM ATP 4000 % —e—50 min

0 2000 +$g mn

0 a0 100 150 200 =0

time

TR-FRET/LANCE#&MIGPCR{ZE SR E — {EfEcAMP: FRICEUficAMPEIETULIght A S S TR HIRAERHH
xf, HRBRMENAMPEREAIURFESETE, MMBIRREESHNEE, BIRN665/6155SHKE, R
IRCAMPRIZ & . LANCEIG T A SRHRELISATEAMLL, IR, RIESEER. REESRRNREEMERREE.

LANCE cAMP #5318 Rank Order of Potencies of cAMP Response
TR-FRET
Fluorascent Emission
&5 665 nm
Emtission 4w '\ 15, 0060
g5 nm "J ® L -
@0 120004 W SO0
E A CH0S
Exdtation ? E‘ 2000 ¥ Ol
320 or 340 nme w
g £, (00—
Flugrescent S
Ermission 4w a
815 nm 3,000 =

. Mo FRET
0= | T T T T 1
i

-1 16 -3 -& -7 -0

Excitation 1§ °>-@ Log [Agonlst] (M) + 0.2 ph Forskolln
320 or 340 nm
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GPCRIZ 2iE %

THRILGA/Gs/Gi{E S @M : Epickiric (Label
Free) &R, BEMILN BN S REEMREZERKEN
HMEMIES B IRIZASE K. 20114 Schroder R. & A
TENature Protocol &R ER, F4HEIA T Epicirid
FANAZIGPCRESBEBRCNMEE. FREBRIESE.
SEGRE AR, ARSI T EMREGMA
TF, AISEIXS GBS S5m0 R AR AR TR tke)
HITERE. SRS SSERN.

[Ref: Schroder, R. et al. (2011) Nature Protocol. 6, 1748-1760.]

G-coupled Receptors G;-coupled Receptors

100pm
e
100pm

Bradykinin B2 receptor . MC
: p2 adrenergic receptor receptors
01[1203040.5050?0 0 10 20 30 40 50 60 70 D 10 20 30 40 50 60 70O
Time (min) Time (min) Time (min)

Ga/Gs/Gilth i A e VA M 7 2%, 38 S0 BT A L A 28 55 BR A il 2R AT ER, R RTRERORL S TR (JL) SR IEER AT

BRET (MR ALIREEBREH) WNGPCRERANSE S GPREMASFBEXRIUCKLER, P-arrestinEE
BEXGFPIIEER . HGPCREMWHN A FHIER, REfkp-arrestinfBEIER, WHEBESEY, MMA4BRET,
SLEIRluc (fiA) BIGFP (k) MLREEH® . BURNBRETLZHKESMKE, HAGPCREEMEBEAMIS
HEEA.

plasma membrane plasma membrane

B-arrestin

DeepBlueC

FEAT: REDEERERMELTENEDY
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TR EFZARN S EARZONAFIIRBRENIERT, BEREANAEN. AEENKNE. XERTAE
DNAIfZIfs (MNREZM) MAZRBNRM (MREK. ZBUERZRLBIHE) .
ETFTR-FRET/LANCETT AR RMBE L F S FieN: FEUEMRUNATARBRRRRAZ/NMEZ BEN KT
F&o 1NREREZHEFCHE (Ab) TREFIMTRAIHESEMRUNEY, #BFRME SA) fricaVlightth B4 &
EYRARY, FEHHHER Ulight RIS FHEEEERE. 29 320nm FKAENRNE, BHRENEEREST
Ulight 2k, FARIKCH 665nm A S L5 ENESBESRMEMHMNKEREES .

LANCE Ultra B &40 A J5 2

+Eu-Ab
+ ULight™-SA

Excitation
320 or 340 nm ‘

TR-FRET FRET Ia
emission
665 nm
Pt
DIIIIIIDII

AlphaLISAHI FEAb S ) J5 B 12
0999025909

SAV

Enzyme J

Me
OIIIIINII

+ SA-Donor bead
+ Ab-Acceptor bead

Emission
615nm

Excitation
680 nm
Aloz

~

ETAlpha7 AR RMEEFEMN . AR REL. ZBL. 2R RNATI. RERINEMRERS . €0
EFEMNNG FiRR. B2 KEA. B#/ME (nucleosome) |, E—FASRUEHHARZKENRNTTE, &

AERYE. RIEEH. HITFRENR. SEREFFR.

5EpiCypherx) & &1E, PerkinElmerig %M =
Fikbromodomain&E &K NI ERFIFHK, RIEMSH
#rbromodomainfsh 51 (BET) HPHIF . XX
BEFEFFRFMAIphalISA K R4 NBRD4. p300
bromodomain5 & Ffh Z Bi{L ZBE HH2A, H3siHARKE %
&, XHBANEARFERREVTEEXSERECERNS
T—RIITEM L EIFbromodomain &9 A R AHER
ZEBREMMEEIER . NERFEEZMEMHEXER
7, HFEEFERULESEEHEN, TEERLRERIA
HIEEMEA.

AlphaLlISARUIE A ERK (GSH) SZERIHIAGST
tricf9bromodomain&idly, %% R AR O Bk
REMEUNZ IR BHARERAZAMERBIIBRDAS Z B
AEHHARME SR SIRMIRTE680P KR %
SIRBANE, HilE L3 E Ak LREEREER
B, BUETE61SHURBERM ARSI R LS.

Excitation
680 nm

Emission
615 nm

10,

acetylated peptide
Streptavidin-coated Glutathione (GSH)-conjugated
Donor bead AlphaLlSA Acceptor Bead

GST-tagged
bromodomain
(ST
Biotinylated

AlphaLLISA bromodomainZk &l J5 #

B.0x10%+

6.0x1054

4.0x10°+4

2.0x10%4

AlphaLISA Signal (Counts)

2 RN PR P S
Log [JQ-1], M

4

JQI4iiH BRD4(BD 1) FIHAKSAcZs A TQIK i i FEl A 3pM i &
% 10uM. BRD4(BD)FHAKSAcik 54 B E25nM . % )58 i
GraphPad Prism 534 5] )T A1 HL 5 13- 2] 1C50{8 4 149.8nM
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MPESHIUFIR (YY) A THAREBRSHRE
HYED, MAREAREREN. ERHTHRAE. 4
P[AARFIEH EREABRR, BFRERARSREIREN

T, SEAREFE. WERIRRE, SR TRRES.

EZIRCIRNF S ERTAEAXRYE (LK) « 3. kF
R WESHIIE. Alpha R EGEZFRNTTE, XY
FERBREHESENARSE, #TZ28. 2H UL

i’$ 1ﬁ o

FHRARS RN ZNTRAT:

Hrz AR

FEXRGE

SEIRUE

MTT2460 (490 nm)

CCK8 (WST-8) #:3l (450 nm)
LDH#&M (500 nm)

SRB#&M (540 nm)

1-2/\BF

TIRE

FI/RIB#E (Alamar Blue ) (530/590 nm)
Calcein-AM  GELAREZE K Z4))

o

>2 /N

HFRIE

ATPHIEATPLIte
YR RPASORE

Tt

{8

ot

<2053 %h

R[] 3 55

DNA K E&{k463M (DELFIA DNA fragmentation)
DNAZE ##& (DELFIA BrdU Proliferation)
ZHARAEIEIE MRS (DELFIA BATDA Cytotoxicity)

it

i

Tt

1-2/NB

Alphait&il

Caspase 4% 34 ET-Marker

it

i

1-2 /B

PHRTE R R

Annexin VE&4: S M4E T-Marker

T

ot oo

>2/\BF

ATPlite 1step buffer é\% hmansohnon

Prep: ion of

10mlL kit :Add 10mlL bufferivial
100 mL kit -Add 10 mL bufferivial
1.000 mL kit: Add 250 mL bufferivial

]

Luminescence signal (CPS)

:

1.0E-12 1.0E-11 1.0E-10 1.0E-09 1.0E-08 1.0E-07 1.0E-06 1.0E-05 1.0E-04
ATP concentration (M)

ATPLiteJi{ B : ATP (ZBHRIRT) RAMFEIEARREY, HOEET HARENERAMIEN . ROYHIRLS RS sA T, ATPIK)E
SHGE TR, FTAATPR M NERAE 205 S0 S8 A — PR B R 0o ATPite 5 iRl iy 52 6 KA AL R Py D-luciferin g
B ARG RS, AER RS TR EEFEATP, JP ARMLA R 6(H 5 FATPE SR IE . ATPLitedS I 75 3% RAEE = (Beffs 4
Wa/AL) 5 PSRN FOR g, RAEPIRA R, HAS S EINRE .
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SR E T

DNAKE&{t4&ill (DELFIA DNA fragmentation) :
ZFESTUNELE L, FIAMBATITESRNIER, XET
AR 5 T EDNAR3' -OHIF B R i 1T & U AR
Bio-dUTP (A& BELRIAUTP) , [/ N AStreptavidin-
Eu (ATEFICHEERNER) R HFRICHBio-
dUTP, &EMAEUREILERE, B ESHFL KT ER
WEW R TR AFES, RKIFNATHBEFDNARK Bk
SRS .

DNA Ji Bkl (DELFIA DNA fragmentation) JiF

DNAE §l#&illl (DELFIA BrdU Proliferation) . BrdUZERBIERILTEY), ¥R FIREHBP I &R
DNA, AIREBIIREIREFMRESISFH MEAFT A RKIDNAR (LEREERSH) . IMEATURESEE,
HATEEDNAS H B A AP . £HEURICHMBrdURF S EHUATTRNBrdURIZ A, M H T 4AHE Y 185 AL
Ho WTERTR, EutRCHIBrdURERMHAICIES EAMBMZR (3H-Thymidine) FRICBASEALL, M
RYE. R NEAXMZEERE LABHEENNE, BRelES.

Cell culture BrdU Labeling Cell fixation and Lymphocyte Stimulati
- : ocyte Stimulation —
(1-5days, || (2-24h, +37°C) denaturation BrdU v *H-Thymidine Incorporation
+37°C) (30 min, RT)
Remove labeling medium 125000 - [ 10000
(suspension cells have to be
centrifuged) 100000 4 I 8000
=

%d.ﬁﬂ“ Z 75000 | | 6000 £
® (28 E S

DNA S R e 50000 - L 4000

) 25000 - 2000

2 Wash 4 times o | o
0,01 0.1 1 10
Add DELFIA Inducer PHA (ug/ml)
and incubate 15 min —®— BrdU 2 h —— BrdU 24 h
- —&— BrdU 4 h —&— *H-Thymidine, 2 h
—a&— 3H-Thymidine, 24 h — e H-Thymidine, 4 h
Eu-Anti-BrdU The DELFIA Cell Proliferation assay strongly with the
incubation *H incorporation assay under all experimental conditions. Shown
(30 =120 min, RT) | Measure TR-fluorescence | isthe proliferative effect of PHA on human lymphocytes.

RSN . BATDAREEF FIEMMAR, XJ
L SR {EFA. BATDAM ARG, HAMEAEEIR
KR A FKMERTDA, TDAZBETE 57315 2 A B 1 77 B8
RN LEMPBBWI N M (ANKZERE) 25
NZENHMINREFGRIAE, 1ERK MR RS 4 3
fi2, TDARSBEMEARF, WEUWFRIEYIRA], HEB
S MEURT B SR K MES, RIFM MR ST
FoEiE M.

{ABapE SR HM (DELFIA BATDA Cytotoxicity) JRIE
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20 R (XI5 &R AT R T BEFF 5%

MAERFERIRZE (OCR) FILAMESNEILE (ECAR)
EHMEEERRHENEES . OCRRIRLHRIAHITIGE
ERNIRES, ECARRERMMAEEBIEX. BRIEMNT
ENERXRIUEIF T EREN (SR LFEM, BieNTs
EEE, BVIERAREMBRAG SR, BERFFIERE
AR ETED, NEBFETFIETRIEERE AT F 4050
R S LRI, WNZBARSN EURFEMN ZE |
SRR SUHFEN EFZRREIN =B R AR AR o

ZMTRFEBENRIRENS, EARFHNKE
%, BRRESHBER, THFFERNEO,»TFHMH ET
HOREZ L. HafE&ESBARERRpET, RIE
BIERGE, MAIRFPRSREMEN, X+ amb & MFE
TRIRMEE R HITESERENE, ETREMNYE
FrE, RANBESHIOETRAQUER, NRTXE
O, FHH BFMEFRAGFMANEREE, BEERH
. SENRNERANO, 2 FHH B FHIREE.

Respiration causing deeper Hypoxia

\

Untreated

e . ok
20| 21% 18%
Qﬂnm 50 min 100 min 150 mn 200 min W
Time in minutes

Luxcel Bioscience

70ps

Intensity ——
07
Intensity ——m=

Time —m= Time ——=
A /

Lifetime (us)[T] =(D2-D1)/In(W1/W?z2)

38 -

=f=Untreated
==i==1uM Antimycin
=4=3.3uM FCCP

0 50 100
Time (min)

*

Antimycin A
Rotenone
- 350 1 » Untreated
‘5- -
% 300 -
@ P maan v o
-
‘S 250 'M
6‘_ Nocells
Zm T T T T 1
0 30 60 20 120 150
k Time (min)

)

5.06-08  10E-07  1.56-07
ECA ([H*]/hr)

Oxamate (25mM)
Rotenone (1pM)
Antimycin A (1pM)
Untreated
T
0
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pFIEE IR (Mitochondrial Membrane Potential, MMP) : JC-1/JC-102—FhF F# U S kB 7
AVMPIERAET IR ST, TSR NEAM A AR N R REIER AL, LN FRANRSH, REBREELNEE
Bi (matrix) /b, FEREEY) (J-aggregates) , P44 ¥k (EX 585 nm/ EM 590 nm) ; FEZAARRA IR
B, RETREREELNAMERS, WHAEMAE (monomer) , FAEZERN (EX514 nm/EM 529 nm) . j@id
WRET LS E MR KNS, RN LR, TFHHTFEAEERASRNEREEET.

Q Single Cell Exposure to Permeabilization
Suspension treatments and JC-1 staining >
aggrogate
Cell line / 000 i ‘-
oR 008 95 ’o M
00 moncmar |
%8oto ,-. it ‘
t fal |
i\ i
i\ I ‘
Patient's biopsy I\ I
\ J
o= Negative cinl ‘u. I I
25000 ) —ae positive el A '- |
] = === Non-reated \ J i\
S [ 2000 g Treatment 1 \\J i
% g 15000 -~ w | '.I: &
gg 10,000 A i - / N i
[ ——— 3;;—4 . — / 51 S
v ) Peptide = ==
Kinetic trace analysis exposure T T T
Y YR Y YT YY) 400 450 500 550 600 850
Time / min
Data
Transformation
s o Efecive Won- effectie
2 @8 treatments tresments
28 T i 1
" oe reatment E o 3
1y A% priming pomperhad £ :
g3 ® _:' 4
13 5 = a ;:
28 @
2. 0
Non-treated Treatment 1 12345678900 A

Treatments

ARERIGEERSE B RAFEBENE

[Ref: Paulina Marzec et. al. Cell (2015) 160, 913-927, 26. ]

iEMEE (Reactive Oxygen Species, ROS) RIEAEMIGEAEARBAXRNZEBHEMS R BAAENTE LY
VSR —EMEAFEENREHEE, BRRG—RINAERASEVEER, BRMDNAZ. FEHESHERLR
RBEYIMEX, AMEHFSZARNRELRESEFELRMSEHNRERAE, GEESES. B2 WERE. §f
BREEACIE . RBERME. WUME. S HERBMERRE (MFREERKRE, MERKE) MERES.

HIPIROSIEM (Reactive Oxygen Species,
TR IR MARRR A ROS 3 ROS) : ROSHE SIS RS AL B BT S, HA

(‘ MENE, TR ARANEEETRRKEm RS
Cell stress E4afEsh, RILREZWRREARAN. HEERANENE

FREB AL AT LI HAIROSIRE, MAMBERMER
BB, HIOLRESHEEANMROSZTEMIELL. ATRLE
AZRANARENTOLRE (F) ML (cell
Imaging) 737%, BE{TROSHITI4T.

[Andrey K et. al. Ana Bio Chem. (2011) 400:8, 2383-2390]
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SFHEEER (FiEZH) #R

BRAPEFESHLENS F-2FHEEER, FEM
KMBEEEREFEMAXNAIRER. 2 FREEEAN
EMIEE (KDE) AEEmMM-IM, ER12M8E8H (&
B/, FMOEE) o BRERNS FHEERRTTES
ELISAZ &%, FP. TR-FRETHIAlpha%J5%. AlphattHfth
MRFE REESREE. KRS HHEERARERSE
B MR X TEA-ERAEERAMERENIN

FUREZSR, Alphatt EthHIR 52 EAG RATZR N - o - a
FARM R aE

[ mM

Filtration assays, FP
ELISA-like —
TR-FRET —

SN FHREERARAEME

ERETNGAYERBRNAYMENTRAR, 5/
THYAEL, NIBERIYEFTSR. BE. FRAKSHE
B BERENTSMEESM (Antibody-dependent cell-
mediated cytotoxicity, ADCC) ES|EIIFERAYIARK
M — P XBREHEZE. Lazar G. A. % A 7E20065EPNASZ:
BLERMXESR, EZ T AAlphafi R T S 4I8IEHTAFC
FEREESFoRSFEMADRNMER, STENELRIT
HH EEMRTE, #HTRE. SRNERMESN, UL
MRERMtES. BItEAE/ NN RRETHZY.

Binding of Fc variant Abs to FcyRs measured by competition Alpha

o
o
I

©
i P

B
o

% Maximal Signal _
N (2]
.. 9.9

F158
FcyRllla

43 42 41 10 9 -8 7 6
log [alemtuzumab] (M)

[Ref: Lazar G.étal PNAS.  (2006) 103, 4005-10]

P Blocking & Wash Ana]_yte g
Target Im&oblllzatlon tBaseline Resd) (Final Read)

Sample  Reference Sample Reference Sample  Reference

ETF R S Rwe) RARMEIFE S FHEERBGNRERRE

AN EERNS FRMEEIER, BEEERE
REEMNEBNEEER. RWGEFHFIZENEH LR

2R RWG F5 AT I B E AR B B LRI/ AT (K. 1)

""""""""" ~ Number of DENV NS1 reactive mAbs in each serotype

TUFEE ZER, SEEXFCHRNGE (BioCore ?xngﬁwﬁmw TR
SPR) #AtE, WHRMEFFNMMEIEA, RWGABE  wewmw 0 » 8@
BHREE, FHRWGIRNGRAEEFNREN. E8 I
ROAS3oE B S SER RO MEAAT L o Ntoes L 9Cc S 43 1

Total 80 55 75 64

[Ref: Dongmei Hwt al Biosensors (2013) 3, 297-311]
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EWrsict (Z45) €

EYIRCRENERALENS LB F AR R BEHNETY, SUEETRMZMIRE R 75T
RERE. 4. WHBMAE. AURRMEESETRNNKE. BETAphaRWENTES, F—FIERSMT. 5
A ATREBERGEEPELSARARNSRIRN G E, HUEERNME. NRNAEEERSEREYFR. AlphafiAR
EEVFRCYMNERE FMASRE SRS ZNEH. HEYREYRNRHSEZNEER. BE. CME. X
fE R PIRMERSE. B, BEE. BEEKNRNERSE MY,

Human PD-1 AlphaLiSA Assay

Excitation o Eg:isssion 10%
680 nm AM2 nm O T
hPD-1

o=l E
Biotinylated
anti-hPD-1

Streptavidin

Donor beads Anti-hPD-1 AlphaLISA

Acceptor beads

~AlphaLISA Signal (Counts)

PD-1 Alphal ISA iR R3S

PD-1(Programmed cell death protein-1) A 40 S5 VA Y7 B — I THE S, %P RSB —checkpoint, A DAPHIETAAEBELTG, MMk
fREH S RPN SRR S, BRI RGN R IA 4R PD-1 AlphalISA Biomarkeri{f| & nf FIF Mg M3 K 400 i
RS AR PD-1 (hPD-1, AL343) [ & AR o

AlphaPlexZ#RiZ##ll: AlphaPlexs o AghariexSiS (1) meiston 607623
S N N emission 515-555nm laser excitation
BAlphafZT R BEMR, BRTEFXRE e c2onm.

R AlphalISA (Eu) Wk, BIIXFLT =
AlphaPlex545 (Tb) F0AlphaPlex645 (Sm) £}
ko JBITAlphaPlexte N 757%, FIAERIERIFE MR
B (<5ul) BRT, EE—fAFERPEZIMSH
FRCYIRIRRGN, ERMNEEIEATRNER.

AlphaPlex|
645 (Sm)

Relative Chemiluminescence (%)

400 450 500 550 600 650 700 750

Wavelength (nm}

41000000 A
- 3 - IL6 (Tb), LOD: 10 pg/ml
Biotinylated 3 -=~ IL8 (Eu), LOD: 3 pg/mi
e = 100000
Anti-ILB conjugated ©
AlphaLISA Acceptor Beads 5
Streptavidin-coated Emission = 615nm o 10000
Alphl Donor Beads F3
Excitation 2
680 nm o
alounyluﬂ «© 10003
AntiIL6 =
Anti-IL6 conjugated —
‘ < AlphaPlex 545 Acceptor Beads <
Emission = 545nm 100 ¥ T T 1
-14 -12 -10 -8 -6
log [analyte] (g/ml)

FUF AlphaPlex 5%, 7[R — LM [ W XTILOAILS XA — Xt A bt i kA T i RABEASI , SR SEELISAIRFUAIA bL, B R i J vy
R, HARAEW R, AR,
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I R SE )

RALFRFT BN R BR

RIEDEEFIZOMEERRN: CYERR—XFZSFRTRREANTEANATER, NHAILE, Rt
FESATREVNBEERRZE. fRNCGYyERRNTEZRELSASKINGUE, FELZREHR, BRNEE, BER
. ETFAlphallSARARCyEBwN, ATUATHFREVNEEREESREWN, THE E2HH.

1000000+
e Cry1Ab
®» CrylAc
100000+

10000+

10004

1004 t T T T T T ]
-% 12 11 10 -9 -8 7 -6
Log [Cry1A] g/mL

AlphaLISA Signal (counts) AlphaLISA Signal (counts)

. 1000000+
Cry T Alpha i) 18 a Cry2A
Emission
Excitation \ 615.nm 100000
680 nm Biotinylated
100004
10004
Cry1Ab/AC o Cry2A "—
Protein
. 100-"—— T T T T T 1
Steplavidin oated AN =< 42 11 10 -9 -8B T 6
AlphalISA Acceptor Bead Log [Cry2A] g/mL

HPRERN: FELTHE SR AFREMSYNEREER, SXAEENSMRESER . HELE
RRAMENR, —BRY, ATENEFHHTEINBNEIHREHTHERE, BENENGTEEREEGaRHE
MEEFME. 2008FMcGiven J. A. HARKFAlphallSAfiiATZ %, ATFRNG. SEURENMERE RET
o AlphalISATAMEMERSZAINELISAR £ —5, BEERNRHEES. SEEEMIESLE, CVEE3%L
A, HEETREMFEWRIFITTR. 1ZAIphate 7542 B REH R BELALOIE (Office International des
Epizooties) X Ex BBFRETIAIE

; 110
O, |
* . + F 1m
Excitation Emission o
680 nm \ 615nm
. -
, § -
B |
\
% =
[=]
401 —— Diagnostic Sensitivity (DSn)
30 4 — Diagnostic Specificily (DSp)
Streptavidin-coated BM40Mab-conjugated 201 — (DSp+DSn)2
Alpha Donor Bead AlphalISA Acceptor Bead - ‘
= ] T T v T N
) 10 0 10 20 30 40 S0 60 70 80 90 100
— Percentage Inhibition (P1)
[Ref: McGiven, J. A et. al. J Immunol Methods (2008) 337, 7-15.]
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AlphaLlISA4 ¥ifric e MAF &

EPO TNFa** TNFa (mouse)** TNFa (mouse, biotin-free)
MR VEGFA (mouse) VEGFB VEGFC VEGFD
(Angiogenesis) VEGF (human) TGFR1 TGFB1 (biotin-free) EGF/EGFR binding

E-Cadherin
BkEE p62 LC3B
(Autophagy)

Serum Albumin (human) Albumin (mouse) CHO Host Cell Proteins** CHO Host Cell Proteins (broad

reactivity)**

YT PER.C6 Host Cell Proteins Residual Protein A** Host Cell DNA residual Anti-Peg IgM Kit
(Biologics/ IgA (human) IgG (human)** IgM (human) IgG2 (human)
Bioprocess) IgG3 (human) IgG4 (human) IgE (mouse) IgG (mouse)**

IgM (mouse) IgG1 (mouse) IgG2a (mouse) IgG2b (mouse)

IgG3 (mouse) Albumin (biotin-free) FCGR3A/CD16a

AFP CA125 Caspase-3 active CXCL11/-TAC

EPO ERBB2/HER2 (human)** HGFR/c-MET IFN-B
- MMP1 MMP2 MMP3 (human)** MMP8
{acgfmer) MMP9 MMP9 (mouse) MMP13 PSA

TNFa TFF3 Transferrin (human)** Neprilysin

VCAM-1 Factor VIII (human, biotin-free) Nidogen-1 PIP collagen (human)

B-NGF TGF-R1 (human, biotin-free) Fibrinogen TDP-43

Alpha-2 macroglobulin Cardiac Troponin | D-dimer EPO
DI ICAM-1 Myeloperoxidase Myoglobin PAI-1
(Cardiovascular) PCSK9 (human)** Plasminogen Renin/Prorenin tPA (human)**

Transferrin Fibrinogen Laminin Perlecan

Amyloid B 1-15 Amyloid B 1-40 Amyloid B 1-40 Amyloid B 1-40

(high specificity) (mouse/rat)

iRk LE Amyloid B 1-42 Amyloid B 1-42 Amyloid B 1-42 Amyloid B 1-x
(Central Nervous System) (high specificity) (mouse/rat)

Amyloid  oligomers sAPPa (C-term specific) Tau BDNF

GDNF

Frataxin (human)**

(Inflammation)

CXCL1/GRO-a (human)**

CCL2/MCP1 (human) **

CCL2/MCP1 (mouse/rat)**

CCL3/MIP-1a (human)**

CCL4/MIP-1B CCL5 / RANTES (human)** CCL5 / RANTES (mouse) CRP**
CXCLY/MIG (human)** CXCL10/IP-10 G-CSF GM-CSF

GM-CSF (mouse) IFN-a (human)** IFN-y (human)** IFN-y (biotin-free)
IFN-y (mouse)* * IL1a (human)** IL1B (human)** IL1B (rat)

ILTR (mouse)** IL2 (human)** IL2 (biotin-free) IL2 (mouse)

IL3

IL4 (human)**

IL5 (human)**

IL6 (human)**

IL6 (mouse)** IL7 IL7 (mouse) IL8 (human)**
IL8 (biotin-free) IL10 IL10 (mouse) IL11 (human)**
IL12 (p70) IL13 IL15 IL15 (mouse)
IL17A (human)** IL17A (mouse/rat)** IL17 homodimer IL18

TNFa (human)** TNFa (mouse)** TNFa (mouse, biotin-free) IL22(human/rat)
IP10 IL-1RA (human) IL 15 (biotin-free) IL28B

Adiponectin (human)**

Adiponectin (mouse)

Albumin (human)

Albumin (mouse)

" C-peptide (mouse/rat) BMP-7 GLP-1 (7-36) (human)** Growth Hormone

ZJI\C/Iliiabolic) IGF1 IGF2 Insulin Insulin (high sensitivity)
Leptin (human)** Leptin (mouse)** Prolactin Glucagon
Testosterone Somatostatin Cortisol

{0 cAMP cGMP

(Second Messenger)

TR HIV p24 (high sensitivity) HIV p24 HIV p24 (biotin-free)

(Virology)

M= Progesterone Leptin (human)** Leptin (mouse)**

(Hormones)

Rl FFERFE Cry1F Cry2A

(Agriculture & Plant science)

_ IL1B (Bovine) IL6 (Bovine) IL1a (Bovine) TNFa (Bovine)

(Aimirﬁ}iiHealth) IFNy (Bovine) IgM (Bovine) IgA (Bovine) IgG1 (Bovine)
IgG2 (Bovine) Total IgG (Bovine) IL2 (Bovine) IL4 (Bovine)

pan)inheb ey d PD 1 (human) PD-L1 (human) PD-1/PD-L1 binding (human)

(Cell Immunotherapy)

Hith Hyaluronic acid COL1A1

(Others)

** E) AR HLANCE® Ultra (TR-FRET) AE#IARICHIIE IR &=
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ALPHAT E#5iA 7
Alpha Donor Beads AlphaLISA Acceptor Beads AlphaScreen Acceptor Beads || AlphaScreen Fusion Tag Detection Kits
) FITC
é Streptavidin Anti-FITC Nickel Chelate Anti-Myc FLAG GST
2o Streptavidin Strep Tactin® Anti-6*His Anti-GST Anti-GST HA
a Strep Tactin® Nickel Chelate Anti-V5 Anti Anti-DIG o
> ; . nti-c-myc . Hisditin (Nickel
S Nickel Chelate Glutathione (GSH) Anti-HA Anti-DIG Anti-FITC Chelate)
5 Glutathione (GSH)  Anti-FLAG Anti-Maltose Binding Protein (MBP) Anti-FITC Anti-FLAG e
'u§_ Anti-FLAG Anti-GST LCA (Lens Culinaris Agglutinin) ART-FLAG Anti-HA Biotinylated-HIS
Anti-c-myc Anti-DIG c-Myc DIG
Alpha Donor Beads AlphaLISA Acceptor Beads AlphaScreen Acceptor Beads
Protein A Anti-mouse IgG2b )
Anti-mouse IgM A
o , Protein G Anti-mouse IgG3 Imouse g Protein A B
EJ Protein A . . Anti-chicken IgY Anti-rabbit IgG (Fc specific)
IS8 Anti-rabbit IgG Protein L Anti-mouse gE Anti-Bovine I9G Anti 109G (F ifi
S (F¢ specifio g Anti-human IgG1  Anti-mouse IgA Anti-Bovine IgG 1 nti-mouse IgG (Fc specific)
? ¢ tf)e Iulse 4G Anti-human IgG2  Anti-rabbit IgG (Fc specific) S B R Control Beads
2 n mo. : 9 Anti-human IgG3  Anti-mouse IgG (Fc specific) Lo
= (Fc specific) ) . . Anti-Bovine IgM
< Anti-human IgG4  Anti-rat IgG (Fc specific) R Oiilbesdk
Anti-mouse IgG1  Anti-goat IgG (Fc specific) ANti-PEG IgM TruHits Kit
Anti-mouse IgG2a  Anti-sheep IgG (Fc specific)
i FRES Assay Points ik FRES =t
(384%(/967%|.for HV)

AlphaPlex human Insulin AL iy i g
bpk' AP204TB-F 5000 AlphaPlex 545 (Tb) raw beads 6782002 5mg
Thkit AP204TB-HV 100 6782003 50mg

. AP204SM-C 500 6792001 Tmg
AIph;PIex human Insulin AP2OASMI-F 5000 SLF;Z;:PIex 645 (Sm) raw 6792002 i
S LgE AP204SM-HV 100 6792003 50mg
AP208TB-C 500 ) AP101TB-C 250ug
P A AlphaPlex Tl
TAk')p:.aP'ex IUETNFESE AP208TB-F 5000 Arcoctee”:or beg dj 2L AP101TB-M 5mg
it AP208TB-HV 100 P AP101TB-R 25mg
AP208SM-C 500 . AP101SM-C 250ug
Protein A AlphaPlex S
?'piéplex human TNF alpha AP2085M-F 5000 ArCOC:";or be‘; dj eem AP1015M-M 5mg
m kit AP208SM-HV 100 P AP101SM-R 25mg
AP217TB-C 500 ’ AP103TB-C 250ug
AIphaPIe;(bh;man Interferon AP21TTB-F 5000 ﬁzzlehsorrz;)r;;g(si AlphaPlex Tb AP103TB-M S
SEHIET 1141 AP217TB-HV 100 P AP103TB-R 25mg
AP217SM-C 500 q AP1035M-C 250ug
Anti-h IgG AlphaPI
Alphaplesx hf”a” L=y AP217SM-F 5000 S:]t'Acggnigr%Sa dsp arex AP1035M-M 5mg
gammaismikit AP217SM-HV 100 P AP103SM-R 25mg
AP219TB-C 500 . AP105TB-C 250ug
Anti- IgG AlphaPlex Th
A'phlaP'E.X h1”7mTab”k. AP219TB-F 5000 Azc'er:gfzeeais phariex AP105TB-M 5mg
LT t AP219TB-HV 100 P AP105TB-R 25mg
AP219SM-C 500 ’ AP105SM-C 250ug
Anti- IgG AlphaPlex S
lA'phlaP'E.x h1“7msa” y AP2195M-F 5000 Agc'er:szeagds phariex-m AP1055M-M 5mg
L (20 4 17 S| AP219SM-HV 100 P AP1055M-R 25mg
AP220TB-C 500 A AP109TB-C 250ug
Glutathione AlphaPlex Tb
Alphlapli.x h1“[)”a” it AP220TB-F 5000 ol d_f AP109TB-M 5mg
Interleukin 1 beta Tb ki AP220TB-HV 100 P AP109TB-R 25mg
AlphaPlex human s;zzég\s/:vlpc 2880 AlphaPlex anti-unmodified ﬁm 1 ggﬁl érsnogug
Interleukin 1 beta Sm kit AP220SN-HV 100 H3K4 Tb Acceptor beads AP119TB-R 25mg
AP221TB-C 500 . AP125TB-C 250ug
lA'phlaP'E.X hZU?baE AP221TB-F 5000 SAtcrfftf(v)'rdk'Jz :Slphaplex To AP125TB-M 5mg
Mg A 1191406 AP221TB-HV 100 P AP125TB-R 25mg
AP221SM-C 500 ) . AP128TB-C 250ug
Anti-6 X His AlphaPlex Th
Alphfpli.x h;g‘a”k.t AP2215M-F 5000 Azce e dFS’ AP128TB-M 5mg
Interleukin 2 5m ki AP221SM-HV 100 P AP128TB-R 25mg
AP223TB-C 500 . ) AP128SM-C 250ug
Anti-6 X His AlphaPlex S
A'phlapli.x h;?ba’; AP223TB-F 5000 Azc'e o tl)se . d‘; ariexsm AP1285M-M 5mg
UL t AP223TB-HV 100 P AP128SM-R 25mg
. . AP900TB-D 1000 q AP170TB-C 250ug
AlphaPlex TruHits Th kit APOOOTB-M 10000 QQELHQ;A;EZSEIM Tb AP170TB-M 5mg
. . AP900SM-D 1000 P APTR70TB-R 25mg
AlphaPlex TruHits Sm kit APIOOSM-M 10000
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ALPHARLANCE Ultra (TR-FRET) RMi&Z{EZH S FFKELMR 7

Alpha Technology

Validated Assays

ZEAERE

LANCE Ultra (TR-FRET)

AlphaLISA anti-mark Acceptor Beads

LANCE Ultra Europium-labeled anti-mark Antibody

s ZEVERE L ZBEHLEs (Efii & Alpha Streptavidin Donor beads{# ) (E# ALANCE Ultra ULight-Streptavidin{§f)

ERRE & Assay Points ERRE & Assay Points

H3K4 ALV 290 g 200 TRFO404-D 10 ug 1500

unmodified Sl ALV > i) 110011 TRFO404-M 100 g 15625
AL119R 25 mg 50000

H3K9/K27 ALISEC 220 g 200 TRFO411-D 10 g 1500

unmodified AL > i) [Roes TRFO411-M 100 15625
AL138R 25 mg 50000 HI
AL114C 250 pg 500 _

H3K9ac p300 AL114M 5mg 10000 %Egjgg-& 180“9 12235
AL114R 25 mg 50000 HI
AL120C 250 ug 500

H3K27ac p300 HDAC1 AL120M 5mg 10000 $:E8§8§:EA ]80“9 }gggS
AL120R 25 mg 50000 HI
AL143C 250 pg 500 )

H4Kac (pan) TIP60 AL143M 5mg 10000 igggjg& 180“9 132(2)5
AL143R 25 mg 50000 HI

E[ZERASEAT

AL124C 250 ug 500

p53 K382ac p300 SIRT1 AL124M 5mg 10000 ﬁigigg:& ]80“9 12225
AL124R 25 mg 50000 HI

FE WX
Validated Assays Alpha Technology LANCE Ultra (TR-FRET)

AlphaLISA anti-mark Acceptor Beads

LANCE Ultra Europium-labeled anti-mark Antibody

TR S AR ERE LRELE (EfL&Alpha Streptavidin Donor beads{# ) (EBESLANCE Ultra ULight-Streptavidin{#f)
EhEs & Assay Points EhRE & Assay Points
AL139C 250 g 500
H3R2me2 PR AL139M 5 mg 10000
AL139R 25 mg 50000
H3Ka D1 NEIEY gﬁgg“g 200 TRFO404-D 10 ug 1500
unmodified Ao e R TRFO404-M 100 yig 15625
ALT16C 250 pg 500
H3K4mel-2  SET7/9 AL116M 5 mg 10000 T 1o
AL116R 25 mg 50000 HI
H3K9/K27 JMIDTA NEEEY 5539“9 200 TRFO411-D 10 ug 1500
unmodified IMID3 AL138R 25 mg 50000 TRF0411-M 100 pg 15625
ALT17C 250 pg 500
IMID2A TRF0403-D 10 ug 1500
H3K9me2 G9a ALT17M 5 mg 10000
IMID2C NERE o 29000 TRFO403-M 100 yig 15625
AL121C 250 pg 500
H3K27me2-1  EZH2 JMID3 AL121M 5 mg 10000 R oo~ oL 1200
AL121R 25 mg 50000 H9
AL122C 250 pg 500
H3K27me3 EZH2 AL122M 5 mg 10000 REoa0a ol 1o
AL122R 25 mg 50000 HI
AL123C 250 pg 500
H3K36me2 NSD2 IMID2A AL123M 5 mg 10000 Ly Y o 120
AL123R 25 mg 50000 H9
ALT47C 250 pg 500
H3K79me2*  DOTIL AL147M 5 mg 10000
AL147R 25 mg 50000
AL139C 250 g 500
H3R2me PRMT6 AL139M 5mg 10000
AL139R 25 mg 50000
H3Rme and PRIITA NEEIY éﬂg“g o000 TRFO415-D 10 g 1500
H4Rme (pan) SR o oo TRFO415M 100 yig 15625
AL145C 250 ug 500
H4K20meT SET8 AL145M 5mg 10000
AL145R 25 mg 50000
ALT50C 250 g 500 )
HAR3me! PRMTT AL150M 5 mg 10000 TR oo 1o 1209
AL150R 25 mg 50000 HI

*DOT1 LI MITEEE & biotinylated anti-H3K79me2 antibody (AL148){g
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AlphalLISA®R IR f S ARk TR AN & AlphalISA Bromodomain&s &4 it #l &
WS RS Assay Points ik FR&S  Assay Points
(3847L) (3847)
Methyl Modifications (BRE L&) AL601C 500
By ) AlphaLISA BRD4_BD1 / H4 K5Ac GO B
H3K4me2 AL716C 500 AL603C 500
T EG0 AlphaLISA BRD4_BD1 / H4 K8Ac AGTT E
AL722HV 100 AL605C 500
H3K27me3 AL722C 500 AT EIRER LI J1% (U2 ALGO5F 5000
AL722F 5000 AL607C 500
NEIE 50 AlphaLISA BRD4_BD1 / H4 K16Ac ot BT
H3K9me2 AL717C 500 AL609C 500
LT EG50 AlphalISA BRDA_BD1/H4 K5,8,12,16Ac — "o Eeg
AL721HV 100 AL611C 500
H3K27me2-1 AL721C 500 ARETEA RS RIS AL611F 5000
AL721F 5000 AL613C 500
RN 5 AlphaLISA BRD4_BD1 / H4 K5,12Ac NGLE v
H3K36me2 AL723C 500 AL615C 500
e 2000 AlphaLISA BRD4_BD1 / H4 K8,16Ac ALCTEF 2000
AL748HV 100 AL602C 500
H3K79me2 AL748C 500 Al BHDA D2 TR o AL602F 5000
AL748F 5000 AL604C 500
Acetyl Modifications (Z B &) Al [ HD2 1 (KA AL604F 5000
AL714HV 100 AL606C 500
H3K9ac AL714C 500 Al BRDE D TS K12 AL606F 5000
AL714F 5000 AL608C 500
SN 0 AlphaLISA BRD4_BD2 / H4 K16Ac yNIETT ES00
H3K27ac AL720C 500 AL610C 500
A EET £ AlphalSA BRD4_BD2 / H4 K5,8,12,16Ac — -2 o B
Phospho Modifications (B {1&1fH) AL612C 500
e RTCE T AlphaLISA BRD4_BD2 / H4 K5,8,12Ac G ES0
H3Ser10p** TGRH3S10K 500 AL614C 500
e E660 AlphaLISA BRD4_BD2 / H4 K5,12Ac T ES60
Normalization Assay AL616C 500
INEAEE 50 AlphaLISA BRD4_BD2 / H4 K8,16Ac GG e
H3K4 unmodified AL719C 500
AL719F 5000 **E=EEI & AlphaScreen General IgG (Protein A) #&illiR 72 {E
ALPHAER S EL TR (L A8 MK 37 = GEOEBEZABEE_EELNLHE
" Assay Points - Assay Points
* EI- = * =} =
?ﬁL aniﬁ‘? (384?[.) ﬁl_ Fungﬁ’—? (384¥L)
AlphaScreen® PY20 (Phosphotyrosine) 6760601C 500 AD0262 500
N 6760601M 10000 AEES B 1 AD0262E 1000
ssay kit 6760601R 50000 AD0263 10000
® ; 6760602C 500 AD0264 50000
ﬁlphask‘?ree” AR (e e tesiits) 6760602M 10000 TRF0262 1000
ssay kit 6760602R 50000 LANCE® Ultra CAMP Kit TRF0263 10000
& BT : 6760620C 500 TRF0264 50000
Alphaiclreen P-Tyr-100 (Phosphotyrosine) 6760620M 10000 6760635D 7000
Assay kit 6760620R 50000 AlphaScreen® cAMP Kit 6760635M 10000
AlphaScreen® PhosphoSensor 6760307D 1000 6760635R 100000
(Phosphotyrosine) kit 6760307M 10000 . AL315HV 100
AlphaLISA® cAMP Kit AL315C 500
AL315F 5000
AL316HV 100
AlphaLISA® cGMP Kit AL316C 500
AL316F 5000
HREEREFEAENZRS MRS S5MEEELS ST E
o = Assay Points o = Assay Points
n =] N =]
ik Mg ERES (967L) i Mg ERES (9671)
Britelite™ plus Reporter Gene Assay o} G66766 ATPlite 1step Luminescence Assay 10ml 6016736 100
100ml 6066761 1000 : 100ml 6016731 1000
/= A e &SR &
System % & BRI RS 1000mI 6066769 10000  “YStem —HEATPRIUI 1000ml 6016739 10000
Neolite Reporter Gene Assav Svstem 10 6016716 _ 100 300 6016943 300
ﬁi'ﬁ *,E:mj? % ¥ oy 100ml 6016711 1000 ATPlite™ Luminescence Assay System 1000 6016941 1000
AR AR 1000ml 6016719 10000 ZHEATPR KT & 5000 6016947 5000
10ml 6066756 100 10000 6016949 10000
= —
Steadylite plus Reporter Gene Assay 100ml 6066751 1000 QDELHQ C?” prghferanon kit 1ORES AD0200 960
System IR & EE RS RREIETE T & FLIR
PR ANARS 1000ml 6066759 10000 DELFIA® EUTDA Cytotoxicity Reagents 10X 96 000 ggp
PREMHERTIE FLIR
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RIBFREES @R 5 89AIpha Surefire RN FIE

PI3K/Akt/

JAK/STAT Pathway NF « B Pathway MAPK Pathway Receptors TGFB/BMP/SMAD Others Pathway
mTOR Pathway
4E-BP1 STAT1 IkBa ATF-1 ALK SMAD1 Beta catenin
Akt STAT3 IKKa ATF-2 c-Met SMAD2 Chk1
BAD STATS IKKB c-Jun EGF Receptor SMAD3 Chk2
Caspase-9 NFkB p65 p-CREB ErbB2 Cofilin
elFAE ELK1 IGF-1 Receptor B elF2a
GSK-3a ERK 1/2 Insulin Receptor B GAPDH
GSK-3B HSP27 VEGF Receptor 2 Histone H3
mTOR INK1/2/3 P53
p70S6K MEK1 Topoisomerase lla
PDK1 MKK3/6
S6RP MKK4
P38 MAPK

AlphaScreen Surefire ZifRsER (L E BRI FE

Assay Points

FRHRS

(3847L/967L

for HV)

P RS

Assay Points

(3847/967L
for HV)

AlphalLISA Surefire UltraZfla @B (L &

BElERAE

iy

RS

Assay Points

(38471/96%L
for HV)

hosoho AL 1 TGRA25500 500 PhosonouK 13 _TGRISS00 500 ALSU-PAKT-A500 500
el TGRAZS10K 10000 (oMo lS “TGRSTok 10000 Phospho-Akt 1/2/3 _ALSU-PAKT-AT0k 10000
TGRA2S50k 50000 y TGRIS50k 50000 (Thr308) ALSU-PAKT-AS0K 50000
TGRA55500 500 TGRIPS500 500 ALSU-PAKT-A-HV 100
(F’She?j@g‘)"Akt 1 TGRASSI0k 10000 (F’Thh‘)rﬁ%g‘#’ffsgf/ 3 TGRIPSTOK 10000 ALSU-PAKT-B500 500
TGRASS50k 50000 y TGRIPS50K 50000 Phospho-Akt 1/2/3 _ALSU-PAKT-B10k 10000
hosohokt2( TORASS0D 500 TGRTIS500 500 (Sera73) ALSU-PAKT-B50k 50000
e TGRASTOK 10000 Total INK1/23  TGRTISI0K 10000 ALSU-PAKT-B-HV 100
TGRAS50K 50000 TGRTIS50K 50000 ALSU-TAKT-A500 500
TGRA4S500 500 TGRCIS500 500 ALSU-TAKT-A10k 10000
(PSZ‘;Z%‘;'A“ V213 qeRadsiok 10000 (PSZ?%’;*)‘O'C'J“” TGRCIST0K 10000 ol AKT1 ALSU-TAKT-AS0K 50000
TGRAS50k 50000 TGRCIS50K 50000 ALSU-TAKT-AHV 100
PhosohoAkt 17273 _TGRA3S500 500 Phosooun TGRCI25500 500 ALSU-PCREB-AS00 500
T TGRA3SIOK 10000 (1o TGRCI2S10k 10000 Phospho-CREB _ALSU-PCREB-AT0k 10000
TGRA3SS0k 50000 TGRCI2S50k 50000 (Serl33) ALSU-PCREB-AS0K 50000
TGRTAIS500 500 rosononik] _TGRNIS500 500 ALSU-PCREB-A-HV 100
Total Akt 1 TGRTAISIOK 10000 (¢obo-EK TGRMS 10k 10000 ALSU-PEIF2-A500 500
TGRTA1S50k 50000 TGRMS50k 50000 Phospho-eli2a  ALSU-PEIF2-A10k 10000
TGRTAPS500 500 hosohockas_TGRMK3S500 500 (Sers1) ALSU-PEIF2-A50k 50000
Total Akt 1/2/3 TGRTAPSIOK 10000 (dosiob TGRMK3510k 10000 ALSU-PEIF2-AHV 100
TGRTAPS50k 50000 TGRMK3S50k 50000 ALSU-PEIFA-A00 500
TGRBS500 500 TGRMKAS500 500 Phospho-EIF4E _ALSU-PEIF4-AT0K 10000
fsheﬁﬂhz‘;'BAD TGRBS10k 10000 fsheﬁg%@‘}r%g;‘) TGRMK4510k 10000 (5er209) ALSU-PEIFA-AS0K 50000
TGRBS50K 50000 TGRMKAS50k 50000 ALSU-PEIFA-AHV 100
TGRB25500 500 TGR385500 500 ALSU-PERK-A500 500
(Pshe?ﬁ%%‘;'BAD TGRB2510k 10000 '(’Thrf’rj%%‘}'rpffs';’;”'( TGR38S10k 10000 Phospho-ERK 12 ALSU-PERK-A10k 10000
TGRB2550k 50000 y TGR38550k 50000 (Thr202/Tyr204)  ALSU-PERK-A50K 50000
Phospho Caspase 9 _TORCISS00 500 TGRT385500 500 ALSU-PERK-AHV 100
e TGRCOSI0k 10000 Total p38 MAPK  TGRT38510k 10000 ALSU-TERK-A500 500
TGRCOS50k 50000 TGRT38S50k 50000 1o co ALSU-TERK-A10k 10000
Phoso0.GSK e TGRGAS500 500 hosoho ALK TGRALS500 500 2 ALSU-TERK-AS0k 50000
e TGRGASIOK 10000 (noshos TGRALS10k 10000 ALSU-TERK-A-HV 100
TGRGASS0k 50000 1Y TGRALS50k 50000 ALSU-PIKKA-AS00 500
TGRGBS500 500 TGRAL25500 500 Phospho-KKa  ALSU-PIKKA-AT0k 10000
(Pshe‘;;‘;ho'GSK'% TGRGBSTOK 10000 (F’Thﬁ%g%”’( TGRAL2510k 10000 (Ser176/5er180)  ALSU-PIKKA-A5OK 50000
TGRGBS50k 50000 W TGRAL2550k 50000 ALSU-PIKKA-A-HV 100
— TGRPS500 500 TGRTALS500 500 ALSU-PNFKB-A500 500
s TGRPS10K 10000 Total ALK TGRTALSTOk 10000 Phospho-NFKB _ALSU-PNFKB-AT0k 10000
TGRPS50k 50000 TGRTALS50k 50000 (Ser536) ALSU-PNFKB-AS0K 50000
TGRS1S500 500 TGRCMS500 500 ALSU-PNFKB-A-HV 100
eI TGRSISIOk 10000 (POIOEMEL TGRCMSIOK 10000 Lo oo AISUPPIB-ASO0 500
y TGRS1S50k 50000 (W TGRCMS50k 50000 Phospho-p ALSU-PP38-AT0K 10000
TGRS35500 500 Phospho-EGF TGRERS500 500 ALSU-PP38-kAS0K 50000
f{‘?;%gg"smn TGRS3510k 10000 Receptor TGRERS10k 10000 (Thr180/Tyr182)  ~A\Syppag-Aiv 100
y TGRS3550k 50000 (Tyr1068) TGRERS50k 50000 ALSU-TP38-A500 500
TGRTS35500 500 TGREB25500 500 ALSU-TP38-AT0k 10000
Total STAT3 TGRTS3510k 10000 f{‘ﬁggﬁ/ﬁrzbfzz) TGREB2510k 10000 'otalP38MAPK /ol Tp3g ASOKk 50000
TGRTS3550k 50000 W TGREB2550k 50000 ALSU-TP38-AHV 100
S TGRS55500 500 Phospho-IGF-1 TGRIGFS500 500 ALSU-PP70-A500 500
e TGRS5510k 10000 Receptor TGRIGFS10k 10000 Phospho-p70 S6K ALSU-PP70-ATOk 10000
y TGRS5S50k 50000 (Tyr1135/1136)  TGRIGFSS0k 50000 (Thr389) ALSU-PPT0-ASOk 50000
hoshokEs TGRIKS500 500 Phospho-insulin ~_TGRIRS500 500 ALSU-PP70-AHV 100
e TGRIKS10Kk 10000 Receptor TGRIRS10K 10000 Phospho-SMADT _ALSU-PSM1-A500 500
TGRIKS50k 50000 (Tyr1150/1151)  TGRIRS5OK 50000 (Serd63/Serd65)  ALSU-PSM1-A10k 10000
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AlphaScreen Surefire ARBEtEERIRFIE BEEARFE
Assay Points Assay Points Assay Points
Hiik FmHmS (38471967 Hiik ERES (38471/96% Eipa RS (38471/96%1
for HV) for HV) for HV)
TGRTIKS500 500 Phospho-VEGF TGRVRS500 500 Phospho-SMADT  ALSU-PSM1-A50k 50000
Total IkBa TGRTIKST0k 10000 Receptor2 TGRVRS 10k 10000 (Serd63/erd65)  ALSU-PSMI-A-HV 100
TGRTIKSS0k 50000  (Tyr1175) TGRVRS50k 50000 ALSU-PSM3-A500 500
TGRKAS500 500 TGRSM15500 500 Phospho-SMAD3  ALSU-PSM3-A10k 10000
fshe‘ﬁ%%'gga TGRKASTOK 10000 fsi‘ijl%g%%”;f“ TGRSMIS10k 10000 (Serd23/Serd25)  ALSU-PSM3-A50k 50000
TGRKAS50k 50000 TGRSM1550k 50000 ALSU-PSM3-AHV 100
Em—— TGRKBS500 500 hospho-smad2 _TGRSM25500 500 ALSU-PST3-A500 500
Rl TGRKBSI0k 10000 (dos0n0 o TGRSM2510k 10000 Phospho-STAT3 _ALSU-PST3-A10k 10000
TGRKBS50k 50000 TGRSM2550k 50000 (Tyr705) ALSU-PST3-A50k 50000
TGRNFS500 500 TGRSM35500 500 ASU-PST3-AHV 100
(Pshe‘i;g%‘))'NFkB P65 TGRNFSIOk 10000 (Psifzgg‘ffzgadi‘ TGRSM3510k 10000 ALSU-PST5-A500 500
TGRNFS50k 50000 TGRSM3S50k 50000 Phospho-STATS ~ ALSU-PST5-A10k 10000
TGRINFS500 500 Phosoiobeta caten_TGRBCSS00 500 (Tyr694/Ty1699)  ALSU-PST5-AS0k 50000
Total NFkb p65 TGRINES10k 10000 (4ol TGRBCS10k 10000 ALSU-PSTS-AHV 100
TGRTNFS50k 50000 TGRBCS50K 50000 ALSU-TGAPD-A5S00 500
TGRAES500 500 TGRCHK1S500 500 ALSU-TGAPD-ATOK 10000
(Fm;‘;*}gg;E'B” TGRAES10K 10000 fsheoé‘jg‘;{h“ TGRCHKIS10k 10000 rotal GAPDH ALSU-TGAPD-A50K 50000
TGRAES50k 50000 TGRCHKIS50k 50000 ALSU-TGAPD-A-HV 100
F————— TGRAE25500 500 E———— TGRCHK25500 500 ALSU-PAEBP-AS00 500
i TGRAE2SIOK 10000 (foof TGRCHK2510k 10000 Phospho-4E-BP1  ALSU-PAEBP-AT0K 10000
TGRAE2550k 50000 TGRCHK2S50k 50000 (Thr37/46) ALSU-PAEBP-AS0K 50000
—— TGREIF4S500 500 Phespho-coiin TGRCOFS500 500 ALSU-PAEBP-A-HV 100
s TGREFASIOK 10000 (4o TGRCOFS10k 10000 ALSU-PEGFR-A500 500
TGREIFAS50k 50000 TGRCOFS50k 50000 Phospho-EGFR _ALSU-PEGFR-A10k 10000
TGRMTS500 500 TGRCBS500 500 (Tyr1068) ALSU-PEGFR-AS0K 50000
Fshe‘gm%')mTOR TGRMTS1Ok 10000 fshe‘ﬁ%g‘;'CREm TGRCBS10k 10000 ALSU-PEGFR-A-HV 100
TGRMTS50k 50000 TGRCBS50k 50000 poroiry  ALSUPIGR-AS00 500
——— TGR7035500 500 TGRGDS500 500 s ALSU-PIGFR-AT0K 10000
e TGR703510k 10000 Total GAPDH TGRGDS10k 10000 (oCeirR ) ALSURIGHR-ASOk 50000
TGR703550k 50000 TGRGDS50k 50000 ALSU-PIGFR-A-HV 100
TGR705500 500 ) TGRH35500 500 ALSU-PVGFR-A500 500
(F’Thhor;%g‘)"pmw TGR70510K 10000 fsheorﬁ%*;o'H'StO”e H3 ~7GRH3s10K 10000 EES;S?;\Z/EGF ALSU-PVGFR-AT0k 10000
TGR70550k 50000 TGRH3550k 50000 freshler ALSU-PVGFR-A5Ok 50000
——— TGR7025500 500 ———— TGRP535500 500 ALSU-PVGFR-AHV 100
TS TGR702510k 10000 (¢ TORPS3SIOk 10000 oo ALSIANRASOD 500
TGR702550k 50000 TORPS3SSOK 50000 HhOSEO ALSU-PINR-ATOK 10000
TGRT705500 500 R TGRP5325500 500 e oys1)  ASUPINR-ASOK 50000
Total p70S6K TGRIZ0S10k 10000 (o0 TGRP532510k 10000 ALSU-PINR-A-HV 100
TGRT70550k 50000 TGRP532550k 50000
S——— TGRSGPS500 500 TGRT535500 500
et TGRS6PS1OK 10000 Total ps3 TGRT53510k 10000
TGRS6PS50k 50000 TGRT53550k 50000
P—— TGRS6P25500 500 Phospho- TGRT2A25500 500
e TGRS6P2510k 10000 Topoisomerasella  TGRT2A2510k 10000
TGRS6P2550k 50000 (Ser1106) TGRT2A2550k 50000
E—— TGRAF15500 500 Phospho- TGRT2AS500 500
(Ser63) TGRAF1S10k 10000 Topoisomerase lla TGRT2AS10k 10000
TGRAF1S50k 50000 (Thr1343) TGRT2AS50k 50000
TGRAF25500 500 : TGRTT2A5500 500
(F’Thh%ﬂf;o'ATFz TGRAF2510k 10000 |0t TOPOISOMENase ~rGrroasiok 10000
TGRAF2550k 50000 TGRTT2AS50k 50000
TGRELKS500 500 (Pshe?j@g‘)"/*kt 213 1GRAdSHVIOOD 100
(Psheorgg;ﬁ“ TGRELKS10k 10000 ;ﬁtal ﬁkt E1 r12K/31 . TGRTAPSHVI00 100
ospho-
TGRELKSSOk 50000  (ROPMOERK N2 rpesuvion 100
TGRES500 500 Total ERK 172 TGRTESHVI00 100
Phospho-ERK 1/2 Phospho-NFkB p65
e TGRES10k 10000  (RONS TGRNFSHVIO0 100
TGRESS0K 50000 Total NFKB p65 TGRTNFSHVI0O 100
TGRTES500 500 Phospho-p53 (Seri5) TGRP53SHVI0D 100
Total ERK 172 TGRTES10K 10000 Totlps3 " TGRISSSHVI) 100
TGRTES50K 50000 (oSS TGRS3SHVI00 100
E———— TGRHS275500 500 Total STAT3 TGRTS3SHVI00 100
e TGRHS27510k 10000
TGRHS27550k 50000
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Assay Points
(3847L)

AKT1/2/3; AMPKa2/B1/y1(PRKAA2/B1/G1); AurB / ) ) 0.5 nmol TRFO107-D 1000
ULight-CREBtide (Ser133
INCENP; CaMK42; CGK2; CHK1; CLK2/3; DAPK1; 9 ide (Ser133) 5 nmol TRF0107-M 10000
DCAMKL1/2; DLK (MAP3K12); MNK1 (MKNK1); PKCa N : 10 ug TRF0O200-D 1500
(PRKCA); SGK Europium-anti-phospho-CREB (Ser133) 100 ug TRF0200-M 15000
ULight-Myelin Basic Protein Peptide g'gnrlg;o' Igiglgg& 18880
CDK1/2/3/4/5; CLK1; DYRK2; ERK1/2; JNK1;ICK
Europium-anti-phospho-Myelin Basic Protein LU, TRFOZ01-D 1500
100 ug TRF0201-M 15000
. ) 0.5 nmol TRFO106-D 1000
AKT1/2/3; CAMK1/2; CHK1; MSK1/2; NEK2; PASK; Ul i Crresstéi= (Ciliesie) S i) 5 nmol TRFO106-M 10000
PKACa (PRKACA); RSK2/3/4; SGK2/3 Europium-anti-phospho-Crosstide (GSK-3a 10 ug TRF0202-D 1500
Ser21) 100 ug TRF0202-M 15000
) . 0.5 nmol TRFO110-D 1000
AKT1/2/3; AurA; DAPK1; LRRK2; MARK1/2/4; Msk1/2;  ULIGNt-PLK (Ser137) Peptide 5 nmol TRFO110-M 10000
PAK1/2/3/5; PKA; PKC; PKD1/2; RSK1/23/4; SGK1/2/3; PA—— ~ 10 ug TRF0203-D 1500
Europium-anti-phospho-PLK (Ser137) 100 ug TRF0203-M 15000
) 0.5 nmol TRFO108-D 1000
AKT1/2/3; CHK1;DLK; IKK; NEK1/2; PKC; PKN1/3; ULight-PKC Substrate (Ala255er) 5nmol _ TRFO108-M 10000
SGK2/3; Europium anti-phospho-PKC Peptide 10 ug TRF0207-D 1500
(Ala25Ser) 100 ug TRF0207-M 15000
ULight-Tyrosine Hydroxylase (Ser40) Peptide 0 i) IO YIE 1090
A A PAK: MSK1: PKA: PKC 5 nmol TRFO111-M 10000
urora A, ! ! ' Europium-anti-phospho-Tyrosine hydroxylase 10 ug TRF0204-D 1500
(Ser40) 100 ug TRF0204-M 15000
ULight-IkBa (Ser32/36) Peptide D5 nmol 1009
CK2a1/b; GRKS; IKKa/B; PLK3; > nmol TRFOT13-M 10000
al/b, - IKKa/B; ! Europium-anti-phospho-lkappaB-alpha 10 ug TRF0206-D 1500
(Ser32/36) 100 ug TRF0206-M 15000
) . . 0.5 nmol TRFO125-D 1000
ULight-Histone H3 (Thr3/Ser10) Peptide = nmol TREO125-M 10000
MSK1/2; PAK2/3; RSK1/2/3/4; CDK8; CK1/2; GPRK4/6/7, s T Tk e e e B (S 6 10 ug TRF0210-D 1500
IKK; IRAK4;PEK; PGK; PLK; TLK1/2; P phosp 100 ug TRF0210-M 15000
. ) . 10 ug TRF0211-D 1500
Europium-anti-phospho-Histone H3 (Thr3) 100 ug TRE0211-M 15000
. . 0.5 nmol TRFO119-D 1000
AKT1/2/3; AurA/B; CHK1; IKKa/B; MSK1/2; S6K; P70ses; JLGNt-mTOR (Ser2448) Peptide 5 nmol TRFO119-M 10000
PASK; PIM1/2/3; PKA; RSK2/3/4; SGK2/3; TBK1; PR ~ 10 ug TRF0209-D 1500
Europium-anti phospho-mTOR (Ser2448) 100 ug TRF0209-M 15000
CAMKK1; COT; GPRK4; HGK; IKKB; IRAK4; MAPAK5;  ULight-p70S6K (Thr389) Peptide 2-5 ””;0' ﬁgggg'& ]8880
MINK; MST1/2; mTOR; NEK1/2/3/4/6/9/11; PEK; PLK1; Amo -
TBK1: ZAK; Europium-anti-phospho-p70S6K (Thr389) 10 ug 1500
! ! 100 ug TRF0214-M 15000
ULight-Acetyl-CoA Carboxylase (Ser79) SAMS 0.5 nmol TRF0118-D 1000
AMPKa1/B1/y1; IKKa/B; IRAK4; MAPAKS; MARK1/2/4;  Peptide 5 nmol TRFO118-M 10000
NEK1/9; TBK1; TSK2; TSSK1/2/3; Europium-anti-phospho-Acetyl-CoA 10 ug TRF0208-D 1500
Carboxylase (Ser79) 100 ug TRF0208-M 15000
) ) 0.5 nmol TRF0123-D 1000
AMPKG2/B1/y1: BRSK2: MARK3; MAPKAPK3; TssK1/2; JHINECAC25C (Ser216) Peptide 5 nmol TRFO123-M 10000
PKA; Europium-anti-phospho-(Ser) 14-3-3 binding
motif, mAb 4E2 10 ug AD0192 1500
ULight-elF4E-binding protein 1 (Thr37/46) 0.5 nmol TRFO128-D 1000
mTOR Peptide 5 nmol TRFO128-M 10000
Europium-anti-phospho-elF4E-binding protein 10 ug TRF0216-D 1500
1 (Thr37/46) 100 ug TRF0216-M 15000
ULight-40S Ribosomal Protein S6 (pSer235/ 0.5 nmol TRF0129-D 1000
RSK2 Ser236) Peptide 5 nmol TRFO129-M 10000
Europium-anti-phospho-40S Ribosomal 10 ug TRF0217-D 1500
Protein S6 (Ser235/236) 100 ug TRF0217-M 15000
ULight-DNA Topoisomerase 2-alpha 0.5 nmol TRFO130-D 1000
PLK3 (Thr1342) Peptide 5 nmol TRFO130-M 10000
Europium-anti-phospho DNA Topoisomerase 10 ug TRF0218-D 1500
2-alpha (Thr1342) 100 ug TRF0218-M 15000
ULight-Glycogen Synthase (Ser641/pSer657) 0.5 nmol TRFO131-D 1000
Peptide 5 nmol TRFO131-M 10000
GiSeiEsel Europium-anti-phospho-Glycogen Synthase 10 ug TRF0220-D 1500
(Ser641) 100 ug TRF0220-M 15000
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Assay Points Assay Points

1A I e = 1 il = —H=
ki Mg ERES (3847L) JRYHEIR g ERES (38471
Eu-anti-phospho-p38a (Thr180/ 10ug TRF0219-D 1500 LANCE® Ultra ULight- 0.5nmol  TRFO122-D 1000
Tyr182) 100ug  TRF0219-M 15000 CDK1(Tyr15) Peptide 5 nmol TRF0122-M 10000
Eu-W1024 Anti-phosphotyrosine 50 ug AD0066 7500 LANCE® Ultra ULight-IRS-1 1 nmol TRF0120-D 1000
PY20 1 mg AD0067 150000 (Tyr983)Peptide 10 nmol  TRF0120-M 10000
Eu-W1024 Anti-phosphotyrosine 50 ug AD0068 7500 LANCE® Ultra ULight-JAK-1 0.5 nmol TRFO121-D 1000
(PT66) 1 mg AD0069 150000 (Tyr1023) Peptide 5 nmol TRFO121-M 10000
. ) 10ug AD0203 1500 o ) 1 nmol TRFO101-D 1000
(E;:rvvr110§81) Anti-phosphotyrosine 50ug ADO161 7500 LANCE® Ultra ULight-poly GAT 10nmol  TRFO101-M 10000
y mg ADO0162 150000 1 nmol TRFO100-D 1000
m == F ® 3 "
LANCE® Ultra KinaSelect™ Kits . FRES A?;agy‘éf;ms LANCE® Uttra Ulight-poly GT 45 1 TRro100-M 10000
LANCE® Ultra KinaSelect™ Ser/Thr Kit ~ 5x250  TRF0300-C 1250 LR i UL T id 0.5 nmol TRFO127-D 1000
LANCE® Ultra - KinaSelect™ -TK Kit 1000 TRF0301-D 1000 fa LLIGNUIR peplide " hmol  TRFO127-M 10000
Label Free JEfRig 3Lk
i FERRS g
EnSpire-LFC, 96 well (Cell assay microplate uncoated) SZJiK, FRE4AMEIEF AR 6055400 / 6055408  2x96 / 8x96
EnSpire-LFC, 96 well (Cell assay microplate fibronectin) £, FREFHEERES QS HLIE 6055420 / 6055428  2x96 / 8x96
EnSpire-LFC, 384 well (Cell assay microplate uncoated) K, RiEZAAEES 70 6057400 / 6057408  2x96 / 8x96
EnSpire-LFC, 384 well (Cell assay microplate fibronectin) £k, RETHIERES HOHLIE 6057420/ 6057428  2x96 / 8x96
EnSpire-LFB, 384 well (amine coated, pre-activated) #EHFLIR A BRI LR EE EB# T — E& Fpolymeric
. : o _ s " 6057410/ 6057418  2x96 / 8x96
maleic anhydride groupFiZbEBsRE kS, AIfFEIFEERBET —REEEINES
. 2 e N . P 27 = — = i
EnSpire-LFB, 384 well (high sensitivity, user-activated) #EHFLR AZBRIE RS LB # T — E & Fpolymeric 6057460 / 6057468  2x96 / 8x96

maleic anhydride groupTRAMERE Y, AIFEEFEARBE—RERERNEE (BEREATER)

EEFRENTHEMRHILR S 2%:

Wik
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Fluorescence

(F2K)

VICTOR, EnVision, EnSpire and

OptiPlate, ProxiPlate, 2Area

FRET LANCE, LANCE Ultra EnSight, ViewLux Plate, CulturPlate

TRE DELFIA VICTOR, Eﬁ\/|5|on, EnSpire and DELFIA (Ye!low or Strip-well
EnSight, ViewLux plate), OptiPlate (HB)

Polarization N/A VICTOR, EnVision, ViewLux OpiAETR (R

ProxiPlate (Black)

High Content
Confocal Imaging

ICC with Tyramide Signal
Amplification (TSA); In Vivo
Reagents for HCS

Operetta and Opera Phenix

CellCarrier, ViewPlate

Cytometry

Brightfield and Fluorescence
Cell Counting & Viability, Cell
confluency, etc.

EnSight

CellCarrier, ViewPlate

Microfluidic MSAs

Enzyme activity assays & binding
reactions-sipped, separated &
detected on a microfluidic chip

LabChip EZ Reader I

384-well StorPlate

Label-Free Assavs Cellular Label-Free Assays EnSpire & EnSight with Label Free EnSpire-LFC
(JEFRiE) Y Biochemical Label-Free Assays EnSpire & EnSight with Label Free EnSpire-LFB
AlphaPlate, OptiPlate,
AETS, AIphaSFreen & EnVision, EnSpire, EnSight ProxiPlate, Y2Area Plate,
AlphaScreen SureFire
CulturPlate
SIS Assays ;Fuzogrﬁeelrii ﬁlsjsayl\iijig)yme NIy, IS, FEE OptiPlate, CulturPlate
(%K) Cell Viability Assay (ATPlite and \’\//IHCCISBZ;/IEWLUX' T CRMTiL, ViewPlate (TC)
ATPlite 1Step)
AequoZen and AequoScreen VICTOR, MicroBeta JET, EnVision, OptiPlate, CulturPlate,
(Aequorin) EnSpire, EnSight ViewPlate
Colorimetric EnVision, EnSpire, EnSight, SpectraPlate, ViewPlate,
(ks oeoPance FLSA VICTOR, ViewLux (clear-bottom) Isoplate
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Silverman, J. et al. Multivalent avimer proteins evolved by exon shuffling of a family of human receptor domains. Nat Biotechnol (2005)23, 1556-1561.
[ALPHA/Protein Ineraction/Exon Shuffling]

Filippakopoulos, P. et al. Selective inhibition of BET bromodomains. Nature (2010)468, 1067-1073. [ALPHA/Competitive Inhibition of HistonH4-BRD4

% Interaction]
3 Hornung, V. et al. AIM2 recognizes cytosolic dsDNA and forms a caspase-1-activating inflammasome with ASC. Nature (2009)458, 514-518. [ALPHA/
" AIM2-DNA Interaction]
4 Kruidenier, L. et al. A selective jumonji H3K27 demethylase inhibitor modulates the proinflammatory macrophage response. Nature (2012)488, 404-
* 408. [ALPHA/Epigenetics/H3K27 demethylase Inhibitor]
5 Soon, F. F. et al. Molecular Mimicry Regulates ABA Signaling by SnRK2 Kinases and PP2C Phosphatases. Science (2012)335, 85-88. [ALPHA/HAB1-
" SnRK2.6 Interaction/Binding Site Screening]
6 Motola, D. L. et al. Identification of Ligands for DAF-12 that Govern Dauer Formation and Reproduction in C. elegans. Cell (2006)124, 1209-1223.
" [ALPHA/Protein Interaction/Receptor and Ligand]
7 Pan, J. et al. EXEL-0862 , a novel tyrosine kinase inhibitor , induces apoptosis in vitro and ex vivo in human mast cells expressing the KIT D816V
* mutation. Cell (2007)109, 315-322. [ALPHA/Tyrosine Phosphorylation Kinase/KIT and FGFR1]
8 Haas, T. et al. The DNA Sugar Backbone 2' Deoxyribose Determines Toll-like Receptor 9 Activation. Immunity (2008)28, 315-323. [ALPHA/ DNA-TLR9
" Interactions]
9 Schlee, M. et al. Recognition of 5' triphosphate by RIG-I helicase requires short blunt double-stranded RNA as contained in panhandle of negative-
" strand virus. Immunity (2009)31, 25-34. [ALPHA/RNA-RIG-I-binding Site Screening]
10. Unterholzner, L. et al. IFI16 is an innate immune sensor for intracellular DNA. Nat Immunol (2010)11, 997-1004. [ALPHA/DNA and Protein Interaction]
1 Overton, H. A. et al. Deorphanization of a G protein-coupled receptor for oleoylethanolamide and its use in the discovery of small-molecule
" hypophagic agents. Cell Metabolism (2006)3, 167-175. [ALPHA/GPCR/cCAMP]
12, Beaudet, L. et al. Homogeneous assays for single-nucleotide polymorphism typing using AlphaScreen. Genome research (2001)11, 600-608. [ALPHA/
DNA Interaction]
13 Freund, A. et al. p38MAPK is a novel DNA damage response-independent regulator of the senescence-associated secretory phenotype. The EMBO
" journal (2011)30, 1536-1548. [ALPHA/Cancer/MMP1&MMP3]
14 Ferguson, A. D. et al. Structural basis of substrate methylation and inhibition of SMYD2. Structure (2011)19, 1262-1273. [ALPHA/Epigenetics/
" Methylation]
15, Anavi-Goffer, S. et al. Modulation of L-alpha-lysophosphatidylinositol/GPR55 mitogen-activated protein kinase (MAPK) signaling by cannabinoids. J Biol
Chem (2012)287, 91-104. [ALPHA/ERK-MAPK Phosphorylation Kinase]
16. Allen, J. J. et al. A semisynthetic epitope for kinase substrates. Nature methods (2007)4, 511-516. [DELFIA/Phosphorylation Kinase]
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